(FILE 'HOME' ENTERED AT 13:43:08 ON 04 OCT 2006) 

FILE 'AGRICOLA, MEDLINE, CAPLUS , BIOSIS ' ENTERED AT 13:44:01 ON 04 OCT 
2006 



LI 13796 S SULFATASE 

L2 109 S LI AND GLUCOSAMINE- 6 

L3 86 S L2 AND (HUMAN OR HOMO) 

L4 65 DUP REM L3 (21 DUPLICATES REMOVED) 

L5 7 S L2 AND ( PHARMACEUTI? OR FUS? OR HETEROLOGOUS) 

L6 7 DUP REM L5 (0 DUPLICATES REMOVED) 

L7 2 S L6 AND PY<2000 

L8 44 97 S GLUCKSMANN OR WILLIAMSON OR TSAI OR RUDOLPH-OWEN 

L9 3 S L8 AND SULFATASE 

LIO 1 DUP REM L9 (2 DUPLICATES REMOVED) 
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21 
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S(^ORE Search Results Details for Application 10825198 and Search Result us-10-825-1... Page 1 of 2 

KJHUGU 

N-ace tylglucosamine-6 -sul fatase (EC 3.1,6.14) precursor - human 

N;Alternate names: chondroitinsulfatase; N-acetyl-D-glucosamine-6-sul fate 6 -sulf ohydro 
C;Species: Homo sapiens (man) 

C;Date: 22-Nov-1993 #sequence_revi sion 27-Oct-1995 #text_change 05-Oct-2004 
C;Accession; S27164; A31672 

R; Robertson, D.A.; Freeman, C; Morris, CP.; Hopwood, J.J. 
Biochem. J. 288, 539-544, 1992 

A;Title: A cDNA clone for human glucosamine- 6- sulphatase reveals differences between a 
A;Reference number: S27164; MUID: 93 098 807 ; PMID: 1463457 
A /Accession : S2 7164 
A;Molecule type: mRNA 
A;Residues: 1-552 

A;Cross-references: UNIPROT : P15586; UNIPARC : UPI0000000CC8 ; GB:Z12173; EMBL:M23657; NID 
A;Note: parts of this sequence, including the amino end of the mature protein, were de 
A;Note: a form is described with a proteolytic cleavage releasing residue 222 as the a 
R;Robertson, D.A. ; Freeman, C. ; Nelson, P.V.,- Morris, CP.; Hopwood, J.J. 
Biochem. Biophys. Res. Commun . 157, 218-224, 1988 

A;Title: Human glucosamine- 6- sul fatase cDNA reveals homology with steroid sulfatase. 
A;Reference number: A31672; MUID: 89061714 ; PMID:3196333 
A; Accession: A3 1672 
A;Molecule type: mRNA 
A /Residues : 178-552 

A/Cross-references: UNIPARC :UPI00001728D2 ; GB:Z12173; EMBL:M23657; NID:g31866 

C;Genetics : 

A; Gene: GDB:GNS 

A;Cross-ref erences: GDB:120006; OMIM: 252940 

A;Map position: 12ql4-12ql4 

A;Note: defects in this gene can cause mucopolysaccharidosis type III D, Sanfilippo D 
C; Function: 

A/Description: hydrolyzes N-acetyl-D-glucosamine 6 -sulfate units in heparan sulfate an 
C; Super family : N-acetylglucosamine- 6-sul fatase 

C; Keywords: glycoprotein; lysosomal storage disease; lysosome; Sanfilippo disease; sul 
F; 1 -43/Domain : signal sequence #status predicted 

F;44-552/Product : N-ace tylglucosamine - 6- sul fatase #status predicted 

F; 91/Modif ied site: 3-oxoalanine (Cys) #status predicted 

F;lll, 117, 183, 198,210, 279, 317, 362, 387, 405, 449, 480/Binding site: carbohydrate (Asn) (co 
F;422/Binding site: carbohydrate (Asn) (covalent) #status experimental 

Query Match 17.5%; Score 829.5; DB 1; Length 552; 

Best Local Similarity 26,6%; Fred. No. 3e-46; 

Matches 226; Conservative 83; Mismatches 171/ Indels 369; Gaps 22; 

SCC-ALVLAVLGTELLGSLCSTVRSPRFRGRIQQERKNIRPNIILVLTDDQDVELGSLQV 62 

II Ihl III I I I ll|::hllllll II : 

SCSPALLLLVLG GCL GVFGVAAGTRRPNWLLLTDDQDEVLGGMTP 6 6 

MNKTRKIMEHGGATFINAFVTTPMCCPSRSSMLTGKYVHNHNVYTN--NENCSSPSWQAM 12 0 
: II: :: I II :|:| : : I I I I I : I : I I II I llhl I INI III : 



Qy 


4 


Db 


21 


Qy 


63 


Db 


67 


Qy 


121 


Db 


127 


Qy 


174 


Db 


187 


Qy 


234 



II II h : Ihl I lllllll ::| II I I llhUllh 

lEPNTFPAILRSMCGYQTFFAGKYLNEYGAPDAGGLEHVPLGWSyWYALEKNSKYYNYTL 

IRNGI KEKHGFDYAKDY FTDL ITNES INYFKMSKRMYPHRPVMMVI SHAAPHGPED SAPQ 

II III :h II W---- I |::= I hh III I =111 

INGKARKHGENYSVDYLTDVLANVSLDFLDYKSNP EPFFMMIATPAPHSPWTAAPQ 

SKLYPNASQHITPSYNYAPNMDKHW-IMQYTGPMLPIHMEFTNILQRKRLQTLMSVDDS 
1=1 ::| :||| I I II ::| = III llhllll 
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Db 244 YQKAFQNVFAPRNKNFN-IHGTNKHWLIRQAKTPMTNSSIQFLDNAFRKRWQTLLSVDDL 3 02 

Qy 293 VERLYNMLVETGELENTYIIYTADHGYHIGQFGLVKGKSMPYDFDIRVPFFIRGPSVEPG 352 

Ihl I MM MM MMMM Ml I I MMhM MM :M 

Db 3 03 VEKLVKRLEFTGELNNTYIFYTSDNGYHTGQFSLPIDKRQLYEFDIKVPLLVRGPGIKPN 362 

Qy 353 SIVPQIVLNIDLAPTILDIAGLD-TPPDVDGKSVLKLLDPEKPGNRFRTNKKAKIWRDTF 411 

M MM MMMH I Ml IM M 

Db 363 QTSKMLVANIDLGPTILDIAGYDLNKTQMDGMSLLPIL 400 

Qy 412 LVERGKFLRKKEESSKNIQQSNHLPKYERVKELCQQARYQTACEQPGQKWQCIEDTSGKL 471 

II : h h 
401 ---RG ASNL , TWR 409 

Qy 4 72 RIHKCKGPSDLLTVRQSTRNLYARGFHDKDKECSCRESGYRASRSQRKSQRQFLRNQGTP 531 

MM 

Db 410 SDVL 413 

Qy 532 KYKPRFVHTRQTRSLSVEFEGEIYDINLEEEEELQVLQPRNIAKRHDEGHKGPRDLQASS 591 

I MM I 

Db 414 VEYQGE 419 

Qy 5 92 GGNRGRMLADSSNAVGPPTTVRVTHKCFILPNDSIHCERELYQSARAWKDHKAYIDKEIE 651 

M : I II 

Db 420 GRNVTD PT 427 

Qy 6 52 ALQDKIKNLREVRGHLKRRKPEECSCSKQSYYNKEKGVKKQEKLKSHLHPFKEAAQEVDS 711 

I I 

Db 428 CPSLS 432 

Qy 712 KLQLFKENNRRRKKERKEKRRQRKGEECSLPGLT-CFTHDNNHWQTAPFWNLGSFCACTS 770 

Ih: M I I 

Db 433 PGVSQCFPD CVCED 446 

Qy 771 SNNNTYWCLRTVNETHNFLFCEF--ATGFLEYFDMNTDPYQLTNTVHTVERGILNQLHVQ 82 8 

: MM I Ml:: | :|M |:| ::: || |:|| |:: 

Db 4 47 AYNNTYACVRTMSALWNLQYCEFDDQEVFVEVYNLTADPDQITNIAKTIDPELLGKMNYR 50 6 

Qy 8 29 LMELRSCQG 837 

II MM I 

Db 5 07 LMMLQSCSG 515 
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RESULT 4 

US-10-426-776-11 

Sequence 11, Application US/10426776 
Patent No. 70 2989 5 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 
TITLE OF INVENTION 



Glucksman, Maria Alexandra 
Williamson, Mark J. 
Tsia, Fong-Ying 
Rudolph-Owen, Laura A. 
Kapeller-Libermann, Rosana 
Meyers, Rachel E. 
Chiang, Lillian Wei-Ming 
Hunter, John Joseph 
Wood , Andrew 
Jenkins, Lorayne P. 

NOVEL 27411, 23413, 22438, 23553, 
25278, 26212, NARC SCI, NARC IDA, NARC 1, NARC 12, NARC 13, 
NARC17, NARC 25, NARC 3, NARC 4, NARC 7, NARC 8, NARC 11, 
NARC 14 A, NARC 15, NARC 16, NARC 19, NARC 20, NARC 26, NARC 
27, NARC 28, NARC 30, NARC 5, NARC 6, NARC 9, NARC IOC, NARC 
8B, NARC 9, NARC2A, NARC 16B, NARC IC, NARC lA, NARC 25, 
8 66 04 AND 3 222 2 MOLECULES AND USES THEREFOR 



FILE REFERENCE: MPI03 - 062OMNIM 
CURRENT APPLICATION NUMBER: US/l 0/4 26 , 776 
CURRENT FILING DATE: 2003-04-30 
.PRIOR APPLICATION NUMBER: 10/2 2 9,66 2 
PRIOR FILING DATE: 2002-08-28. 
PRIOR APPLICATION NUMBER: 09/795,691 
PRIOR FILING DATE: 2001-02-28 
PRIOR APPLICATION NUMBER: 60/185,517 
PRIOR FILING DATE: .2 00 0-02-28 
PRIOR APPLICATION NUMBER :• 10 /l 05 , 99 2 
PRIOR FILING DATE: 2002-03-25 
PRIOR APPLICATION NUMBER: 09/4 06,04 5 
PRIOR FILING DATE: 1999-09-27 
PRIOR APPLICATION NUMBER: 10/314,881 
PRIOR FILING DATE: 2 002-12-09 
PRIOR APPLICATION NUMBER: 09/7 73,42 6 
PRIOR FILING DATE: 2001-01-31 
PRIOR APPLICATION NUMBER: 09/4 95,82 3 
PRIOR FILING DATE: 2000-01-31 
PRIOR APPLICATION NUMBER: 09/692,785 
PRIOR FILING DATE: 2000-10-20 
PRIOR APPLICATION NUMBER: 60/161,18 8 
PRIOR FILING DATE: 1999-10-22 
Remaining Prior Application data removed - 
NUMBER OF SEQ ID NOS : 56 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 11 
LENGTH: 8 71 
TYPE: PRT 

ORGANISM: Homo Sapiens 
US-10-426-776-11 



See File Wrapper or PALM. 



Query Match 100.0%; Score 4729; DB 3; Length 871; 

Best Local Similarity 100.0%; Pred. No. 0; 

Matches 871; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 MKYSCCALVLAVLGTELLGSLCSTVRSPRFRGRIQQERKNIRPNIILVLTDDQDVELGSL 60 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIII 
Db 1 MKYSCCALVLAVLGTELLGSLCSTVRSPRFRGRIQQERKNIRPNIILVLTDDQDVELGSL 60 
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Qy 61 QVMNKTRKIMEHGGATFINAFVTTPMCCPSRSSMLTGKYVHNHNVYTNNENCSSPSWQAM 12 0 

1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 11 1 1 1 1 1 1 1 1 1 

Db 61 QVMNKTRKIMEHGGATFINAFVTTPMCCPSRSSMLTGKYVHNHNVYTNNENCSSPSWQAM 12 0 

Qy 121 HEPRTFAVYLNNTGYRTAFFGKYLNEYNGSYIPPGWREWLGLIKNSRFYNYTVCRNGIKE 18 0 

. ' IIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 121 HEPRTFAVYLNNTGYRTAFFGKYLNEYNGSYIPPGWREWLGLIKNSRFYNYTVCRNGIKE 18 0 

Qy 181 KHGFDYAKDYFTDLITNESINYFKMSKRMYPHRPVMMVISHAAPHGPEDSAPQFSKLYPN 24 0 

lillllllllllllMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 181 KHGFDYAKDYFTDLITNESINYFKMSKRMYPHRPVMMVISHAAPHGPEDSAPQFSKLYPN 24 0 

Qy 241 ASQHITPSYNYAPNMDKHWiMQYTGPMLPIHMEFTNILQRKRLQTLMSVDDSVERLYNML 300 

lllllllllllllllllllllllllllllllllllllllilllllllllllllllMIII 
Db 2 41 ASQHITPSYNYAPNMDKHWIMQYTGPMLPIHMEFTNILQRKRLQTLMSVDDSVERLYNML 30 0 

Qy 301 VETGELENTYIIYTADHGYHIGQFGLVKGKSMPYDFDIRVPFFIRGPSVEPGSIVPQIVL 360 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 3 01 VETGELENTYIIYTADHGYHIGQFGLVKGKSMPYDFDIRVPFFIRGPSVEPGSIVPQIVL 36 0 

Qy 3 61 NIDLAPTILDIAGLDTPPDVDGKSVLKLLDPEKPGNRFRTNKKAKIWRDTFLVERGKFLR 42 0 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIMIMIIIM 
Db 3 61 NIDLAPTILDIAGLDTPPDVDGKSVLKLLDPEKPGNRFRTNKKAKIWRDTFLVERGKFLR 42 0 

Qy 4 21 KKEESSKNIQQSNHLPKYERVKELCQQARYQTACEQPGQKWQCIEDTSGKLRIHKCKGPS 48 0 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I. I I I I I I I I 
Db 421 KKEESSKNIQQSNHLPKYERVKELCQQARYQTACEQPGQKWQCIEDTSGKLRIHKCKGPS 480 

Qy 4 81 DLLTVRQSTRNLYARGFHDKDKECSCRESGYRASRSQRKSQRQFLRNQGTPKYKPRFVHT 54 0 

I II II MM II II II II II II Ml II II II MM II MM II II II 1 1 II II II II I Ml 

Db 4 81 DLLTVRQSTRNLYARGFHDKDKECSCRESGYRASRSQRKSQRQFLRNQGTPKYKPRFVHT 54 0 

Qy 541 RQTRSLSVEFEGEIYDINLEEEEELQVLQPRNIAKRHDEGHKGPRDLQASSGGNRGRMLA 600 

I II II II II II II II M II II III II M 1 1 II II II II II II II II II II II II II II II 

Db 541 RQTRSLSVEFEGEIYDINLEEEEELQVLQPRNIAKRHDEGHKGPRDLQASSGGNRGRMLA 60 0 

Qy 6 01 DSSNAVGPPTTVRVTHKCFIIiPNDSIHCERELYQSARAWKDHKAYIDKEIEALQDKIKNL 66 0 

I II MM MM MM II II IIMI MINI II IIMII II MM II Ml II III MINI 

Db 6 01 DSSNAVGPPTTVRVTHKCFILPNDSIHCERELYQSARAWKDHKAYIDKEIEALQDKIKNL 66 0 

Qy 6 61 REVRGHLKRRKPEECSCSKQSYYNKEKGVKKQEKLKSHLHPFKEAAQEVDSKLQLFKENN 72 0 

lilMIIMIIMIIIIIIIIIIIIIIIIIIIMIIIIIilllllllllillllllMII 

Db 6 61 REVRGHLKRRKPEECSCSKQSYYNKEKGVKKQEKLKSHLHPFKEAAQEVDSKLQLFKENN 72 0 

Qy 7 21 RRRKKERKEKRRQRKGEECSLPGLTCFTHDNNHWQTAPFWNLGSFCACTSSNNNTYWCLR 78 0 

M II 1 1 1 II M II M M II II I M M II M M II II M II II II 1 1 M M M 1 1 1 1 ] I II 

Db 721 RRRKKERKEKRRQRKGEECSLPGLTCFTHDNNHWQTAPFWNLGSFCACTSSNNNTYWCLR 78 0 

Qy 781 TVNETHNFLFCEFATGFLEYFDMNTDPYQLTNTVHTVERGILNQLHVQLMELRSCQGYKQ 84 0 

IIIMIIMIIIIIIIIM MM! MIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIM 

Db 7 81 TVNETHNFLFCEFATGFLEYFDMNTDPYQLTNTVHTVERGILNQLHVQLMELRSCQGYKQ 84 0 

Qy 841 CNPRPKNLDVGNKDGGSYDLHRGQLWDGWEG 871 

lllllllllllllllllllllllllllllll 
Db 8 41 CNPRPKNLDVGNKDGGSYDLHRGQLWDGWEG 871 
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